unsuccessful deglycosylation at the Asn191 site, supporting that this 2,3QD dimer is also formed in solution and is not a crystallization artifact. interact with the metal and the water molecule is posiof each histidine ligand is stabilized by a hydrogen bond between the N⑀1 atom of the imidazole ring and the tioned further away from the copper (Figure 6 ). The geometry of this secondary coordination, estimated to main chain carbonyl oxygen of residues Leu64 (His66), Asp176 (His68), and Val110 (His112). A detailed descriprepresent at most 30% of the structure, is trigonal bipyramidal, with His66 and Glu73 as the axial ligands. In tion of the copper geometry is given in Table 3 . Electron paramagnetic resonance (EPR) measurethe main coordination, Glu73 points away from the metal, and the carboxylic O⑀2 atom is hydrogen bonded ments are in agreement with a heterogeneous coordination of the copper ion. Cu 2ϩ contains an unpaired electo the coordinating water molecule (Figure 6 ). In the minor conformation, Glu73 coordinates the copper ion, tron and can be detected by EPR, whereas Cu ϩ is EPR silent. The X-band EPR spectrum, at pH 6.0, shows a and the water molecule is displaced to occupy an equatorial position at 2.6 Å from the metal. In both coordinaclear double spectral line (major line with EPR parameters g // ϭ 2.330 and A // ϭ 13.7 mT; minor line with tion arrangements, the N⑀2 atoms of the histidine side chains are at a distance of about 2.1 Å from the Cu 
2,3QD is secreted by

